." ) \
.ﬂm LA L LLRRa
. oinun"_

Sawabaans’
SRananasert
FEtarannann?
Tredn  sanen “

*se TILL “ e
o ML ‘aans
o Tl R : f
g+ K <Y
v soe
. . 'NO'&
&_ 2 . . ....
E
e Taete

£T11 Elevating Clinical Data Presentation:

Unlocking the Power of rtables in R
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This presentation is for informational purposes only and does not represent

professional guidance or advice. Any views and opinions expressed during

this presentation are those of the presenters and do not necessarily reflect the

views or policies of Johnson & Johnson, or any other company in the Johnson

& Johnson Family of Companies.

This presentation may not be reproduced, modified, or copied, in whole or in
part, without the express written permission of Johnson & Johnson.

Data used in examples of the slides are Al generated and not part of Johnson &
Johnson. It is only used for illustrative purpose to demonstrate the concept.
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p@e Overview of rtables

N Why rtables stands out

I D
G b PR CRL o
00 00 =
=) 00 00 —> Lo
'ﬂ:' ‘b: OO0 oo —
00 00
oo oo
layout data.frame table object fOrl;matZeSd(;fllblzf
such as , pdf,
faceting, value Unaggregated data cell values, . P
derivation, formatting (variables + obs) table'structu.re,
instructions format instructions,
paths

“ Input: Layout and data.frame defines structure and contents of the table
* Transformation: These inputs create table object
* Output: The table object is rendered into a formatted table ideal for publication and

regulatory use



p@e Transforming Simple Summary Tables into Nested Layouts

\__/ Simple Summary table

R code for Simple Summary Sample Table Preview
# Getting started with rtables

library(rtables)

. Treatment Placebo
# Assume df has variables: ARM,

GENDER, AGE Male

lyt <- basic_table() %>% mean 49.40 49.50
split cols by ("ARM") $>% Female

) mean 51.65 44 .22

split rows by ("GENDER"
analyze ("AGE", afun = mea

tbl <- build table (lyt, df)
tbl

«» Table tree structure
+* Generates table with minimal code
+ Intuitive and easy to understand.
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R code for Nesting + Categorical & Continuous
Summaries

Nested layout

Transforming Simple Summary Tables into Nested Layouts

B
Sample Table Preview

Treatment Placebo
# Custom function for multiple statistics (N=114) (N=86)
. - )
mu%tl_stats function (x) { o o - -
in rows ( Male 34 (29.8%) 16 (18.6%)
"Mean (SD)" = " OF (2.3F)". mean (x Mean (SD) 49.44 (7.427) 53.27 (5.820)
(D) ( )" (%), Median [IQR]  46.50 [43.9-53.3] 55.40 [49.7-57.6]
sd(x)), Female 26 (22.8%) 24 (27.9%)
"Median [IQR]" = sprintf("$.2f [%.1f-%.1f]", Mezrj' (sp) 531439 iézésé?l 414267?3?54%;)4
. . . M IQR . .o—bl. . .2-o1.
median(x), quantile(x, 0.25), quantile(x,0.75)) )} eed2n (7081 30 ] [36 !
vale 18 (15.8%) 24 (27.9%)
# Assume df has variables: ARM,SITE,GENDER, AGE mzz’;mﬁsﬁqm 47?26?435?‘;3?8] 474.‘869?4&%?2?.7]
lyt2 <- basic table() $>% Female 36 (31.6%) 22 (25.6%)
Split_COlS_by("AR_ZW") 959 Mean (SD) 51.69 (11.844) 45.79 (5.681)

Median [IQR]
add colcounts () >%

split rows by ("SITE") %>%
summarize row groups (format="xx")

$>8

split rows by ("GENDER") %>%
summarize row groups () %>%

analyze ("AGE", afun = multi stats)
tbl2 <- build table(lytz, dataZl)
print (tbl2)

51.65 [43.5-57.7]

*» Multi-level layouts

+»» Custom defined functions

% Column counts, row frequency and
percentage

45.80 [40.6-49.1]
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Shift Tables for Safety Data

Complex Tables Layout

R code for Simple Summary

# —-——- Analysis function: counts for POST categories by BASE --
shift afun <- function(x, .spl, .var, ...) {

# x = POST values for a given BASE category

counts <- table(factor (x, levels = c("Low", "Normal", "High")))

# add total row
total <- sum(counts)
# Convert to named list for rtables
c(as.list (counts), Total = total)}
# Convert to factors with correct order' and define header
1ab$BASE header <- "Baseline"
1ab$BASE <- factor (1lab$BASE, levels = c ("Low", "Normal", "High"))
1ab$SPOST <- factor (1ab$POST, levels = c ("Low", "Normal", "High"))
# ——- Layout for shift table ---
# Assume lab df has variables: PARAM, BASE, POST, AVISIT
lyt <- basic table() %>%
split cols by ("BASE header") %>%
split cols by ("BASE") %>%
add overall col("Total") %>% # Adds Total column
split rows by ("PARAM" ,
label pos = "topleft",
child labels = "visible",
split label = "Laboratory Test "
) $>%
split rows by ("AVISIT", split label = "Visit") $%>%
analyze ("POST", afun = shift afun)

B
Sample Table Preview

Baseline
Laboratory Test Low Normal High @ Total
ALT
Day 2
Low 0 1 0 1
Normal 1 2 2 5
High 2 1 1 4
Total 3 e 3 10
Day 4
Low 0 2 0 2
Normal 2 1 1 4
High 0 4 0 4
Total 2 7 1 10
EQOS
Low 1 0 0 1
Normal 0 5 2 7
High 0 1 1 2
Total 1 6 3 10

+»» Baseline-as-columns with a clean total
«» Stable shift counts row-wise
% Readable blocks by parameter and visit



chuse Highlighting Key Results with Style

N Conditional Formatting

. ]
R code for Simple Summary Sample Table Preview

multi_stats <- function(x) {

Treatment Placebo
mean_val <- mean(x) _
median_val <- median(x) (IN=114) (N=86)
gl <- quantile(x, 0.25) ; ;
g3 <- quantile(x, 0.75) Site 1 60 40
Male 34 (29.8%) 16 (18.6%)
mean_sd <- if (mean_val > 50 AQ 4 g
paste0("“<i>", "<span style="color:red;'>", sprintf("%.1f", mean_val),"</i>" , Mean (SD) 494 (7.4) 333IT0E
"</span>", " \w2191", " (", ; Median [IQR] 465 [439-533] 5547 [49.7-57.6]
) arse © <span style="color:green;’'>", sprintf("%.1f", sd(x)),"</span>", )" Female 26 (22.8%) 24 (27.9%)
sprintf("%.1f (%.1f)", mean_val, sd(x)) Mean (SD) 31.67(12.5) 428 (8.4)
¥ Median [IQR] 50.47= [40.5-61.1] 41.8 [36.2-31.4]
med_iqgr <- if [(median_val > 50) { Site 2 54 46
paste0("<b>", sprintf("%.1f", median_val), "=*", "</b>", Male 18 (15.8%) 24 (27.9%)
", sprintf("%.1FY, ql), -, sprintf("%.1TY, q3), "17) Mean (SD) 493 (9.0) 47.0(8.3)
} else { Median [IQR] 474 [463-508] 470[40.7-51.7]
sprintf("%.1f [%.1f-%.1f]", median_val, Female 36 (31.6%) 22 (25.6%)
} al. a3 Mean (SD) 51.71(11.8) 45807
) Median [IQE] 51.75% [43.5-57.7] 458 [40.6491]
in_rows(
"Mean (SD)" = mean_sd,
"Median [IQR]" = med_iqgr,
.formats = "xx" . . : . .
. % Clinical relevance directly inside cells
° . . . .
# Unescape HTML tags in celd~Cortemt + Single Custom function for key results highlight

html_output_clean <- gsublU"&1t;", "é’;‘, html_output)

html_output_clean <- gsub'{''&gt;", "»", html_output_clean) ‘:’ helprI in SCientiﬁC pUb|iC8ti0nS

3 ]
......
------------



Minimal code, maximum flexibility

Table tree for intuitive design

Supports both categorical & continuous data

Easy to define custom functions

Use of conditional formatting to highlight key results

With rtables, your tables speak the language of
clarity, precision, and reproducibility.
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If you have more
guestions, please contact:

Pooja Jasuja
pjasuja@its.jnj.com
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The Global Healthcare
Data Science Community



	Slide 1
	Slide 2: Disclaimer
	Slide 3: Agenda
	Slide 4:  Overview of rtables Why rtables stands out 
	Slide 5
	Slide 6
	Slide 7
	Slide 8
	Slide 9:   Key Features Recap Summary 
	Slide 10

