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Bio-Bert workflow for Clinical classification

Overview of BioBERT Architecture 

✓Bio-BERT → Domain-specific biomedical language 
representation model built on top of BERT. (Bidirectional Encoder 
Representations from Transformers)
✓Pre-trained → Massive amount of Biomed text (Medical 
Dictionary, Research papers).
✓Improve performance ,NLP Tasks → Relation extraction, Text 
classification, Sentiment analysis, Machine translation, Question 
answering.
✓Input →  Unstructured textual data from PRO.
✓Output →  Drug-related event , Non-event.
✓Who will use this model?
Pharmacovigilance Analysts: quickly identify potential safety 
signals.
Clinical Researchers: understand the real-world effects of drugs 
and identify previously unknown side effects.
Healthcare Professionals: better clinical decision-making.

With biomedical literature expanding exponentially, extracting 
meaningful events from unstructured text is more vital than ever. 
Our Python-based pipeline fine-tunes BioBERT to classify 
domain-specific biomedical events—moving beyond rule-based 
systems to harness deep contextual understanding. From raw 
text to event prediction, this framework streamlines tasks like 
pharmacovigilance and disease progression analysis, 
accelerating insights in life sciences.

Entity Relationship Extraction with BioBERT

Report-Level Input and Output Analysis

These Diagram illustrating how biomedical text is 
processed to identify relationships between key 
medical terms. It follows this sequence:
➢ Input text — examples like “drug reduces 

symptom.”
➢ Tokenization — the text is broken down into 

tokens.
➢Bio BERT — a pre-trained biomedical language 

model processes the tokens.
➢ Prediction — it outputs relationships such as 

drug–symptom, treatment–condition, or gene–
disease.

Environment Configuration and Model Loading

Model Implementation Stage

Clinical Applications of BioBERT

Essential Learnings
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