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Positron is...
A

a next generation - a.k.a. open source!



Positron is...
£

a next generation data science integrated development environment (IDE)



Positron is...

a next generation data science integrated development environment (IDE) currently
in Public Beta



Positron is...
A

a next generation data science integrated development environment (IDE) currently in

Public Beta & is available for free on desktop and as a Preview feature within
Posit Workbench
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Posit Workbench:

e Server Based Environment
e Provides Various IDEs (Positron)
e Compute isin the Server or Cloud Based Environment (AWS, Azure etc.)

e Managed by the Organization (Or Posit Team Dedicated)
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Next-Gen Statistical Computing
Environments (SCE)

e Enabling shift to open-source data science with language-agnostic frameworks

e Blend tools like parquet, git, & Docker
e Future where clinical reporting SCEs are generalized into data science SCEs
e Support incoming new-hires with experience in open source (R, Python etc.)
And other drug development use-cases like Real-World Evidence
Data science toolbox of various languages
Connect to data platforms (Databricks, Snowflake etc.)...

Where ETL & data ingestion processes are often in Python




Session credentials & connections to databases / datastores

Databricks, Showflake, Amazon S3 Cloud Storage, DuckDB etc




Positron iIs an extensible

polyglot tool
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Positron has data-science centric
features of RStudio like...

e Ul & capabilities to help data scientists be more productive
e Batteries included experience for doing data science

e Positron core is shared among all languages

o Key items like a dedicated console, data explorer, plots pane, & output viewer
e Project-oriented workflow & initialize version control or run git init via a terminal
e Plus: offers an advanced Data Explorer
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© First-class, built-in support for R and/or Python ()




Create New Project

Project Type

Select the type of project to create.

sy
Pg Python Project Q R Project upyter  Jupyter Motebook
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=} Shiny for Python [




polyglot example

[_] clicking the “Run” button = out of the box for R & Python

—} “Publish” Button = Built in with no additional extensions required




[#] Welcome = gpp-core.py X >~ [

@ app-core.py » [®] app_ui Run Shiny App
1 import seaborn as sns
2 from ftaicons import icon_ svg
3
4 # Import data from shared.py
5 from shared import app _dir, df
b from shiny import App, reactive, render, ui
7
o app ui = ui.page sidebar(
g ui.sidebar(
18 ui.input slider("mass”, "Mass™, 20008, 60806, 6008),
11 ui.input checkbox_group(
12 "cpecies”,
13 "Species”,
14 [ "Adelie™, "Gentoo", "Chinstrap”],
15 selected=["Adelie™, "Gentoo™, "Chinstrap”],
lE :I.'l'
17 title="Filter controls”™,
18 )
19 ui.layout column_ wrap(
28 ui.value box(
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1

import seaborn as sns

2 from faicons import icon_svg o :
, Penguins dashboard
4  # Import data from shared.py
5 from shared import app dir, df ¢

6 from shiny import App, reactive, render, uil

/ Filter controls

8 app ul = ui.page sidebar(

a ui.sidebar(

18 ui.input slider{"mass", "Mass"”, 2880, OCOE

11 ui.input checkbox group(

12 “species”, Mass Nur
13 "Species”, 2,000

14 [ "Adelie”, "Gentoo", "Chinstrap”], . 33
15 selected=["Adelie”, "Gentoo", "Chinstr

16 ’
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Axm-Svhoin i~/ py-shiny-templates/dashboard$ /opt/python/3.12.
4/bin/python -m shiny run --port 35875 --reload --autoreloa Chinstrap

d-port 44271 /home/phil/py-shiny-templates/dashboard/app-co

re.py



GenAl Options in Positron

e GenAl Ul & capabilities planned to be built directly within Positron for the future
e ellmer for R

e chatlas for Python


http://ellmer.tidyverse.org/
https://posit-dev.github.io/chatlas/
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R440~ B3~/ B OC B =
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Here is the rewvised Shiny app code:

r
library{shiny)
library({ggplot2)
library({plotly)
library({dplyr)
library{pharmaverseadam)

# Load the ADAM adverse events dataset from the pharmaverseadam package
adae <- adae

# Data preprocessing: Summarizing the adverse events
ae_summary <- adae %>k

filter(!is.na(AEBODSYS)) %>k

group_by (AEBODSYS) H>%

summarise(Count = n{), .groups = "drop")

# Define UI

ui <- fluidPage(
titlePanel("Adverse Events Flot"),
plotlyOutput("aePlot™)

)

# Define Server
server <- function(input, output) {
output$aePlot <- renderPlotly({
gg <- ggplot{ae_summary, aes(x = reorder(RAEBODSYS, -Count), y = Count)) +

geom_bar({stat = "identity", fill = "steelblue") +
labs(x = "Adverse Event Body System”, y = "Count of Adverse Events") +
theme minimal() +
coord _flip()

ggplotly(gg)
3]
}

# Run the app
shinyfpp(ui, server)




% chatlas_pythonpy *

home > phil > ® chatlas_python.py
1 import os
from chatlas import ChatOpenAl

L

3 from dotenv import load dotenv

4

5 load dotenw()

7 chat = ChatOpenaI(

8 model = “gpt-4o0”,

9 system prompt = "You are a friendly but terse assistant.”,
18 )

11

12 chat = ChatOpenAI{api_key=os.getenv("API_KEY"))

14 chat.console()

ool

chat.chat({"Create a R Shiny application that uses ggplot2, plotly and the diamonds data™ )

COMSOLE TERMIMAL PROBLEMS OUTPUT PORTS DEBUG COMSOLE

step-by-step guide to building this application:

1. Set Up Your Shiny Application
Create a directory for your Shiny app with the following files:
ro-H

2. Write the Shiny Application Code

Open BB and add the following code:

library(shiny)
library{geplot2)
library(plotly)

ui TfluidPage(

titlePanel ("Diamonds Data Visualization™),

sidebarlLayout(



Build chatbot-powered Al Apps
In Shiny

e Shiny Assistant

e Al Tools for R, Shiny, and Pharma

e jcheng.shinyapps.io/elmer-assistant/

e Databot: Data exploration assistant for R

e Joe Cheng - Summer is Coming: Al for R, Shiny, and Pharma


https://posit.co/blog/ai-powered-shiny-app-prototyping/
https://jcheng5.github.io/pharma-ai-2024/#/title-slide
https://jcheng.shinyapps.io/elmer-assistant/
https://github.com/jcheng5/databot
https://youtu.be/AfMa1CVUdXU?list=PLMtxz1fUYA5Bz0CQHgu4MTr-DWRVviT8_&t=684

R(Phurmn

VIRTUAL

KEYNOTE

SUMMER IS COMING: Al FOR R, SHINY,
u AND PHARMA

Joe Cheng
Posit

TUE, OCT 29, 2024
10:10AM EDT

oY) 0:00/48:09

Joe Cheng - Summer is Coming: Al for R, Shiny, and Pharma

H. | " ) —~



indyp
Stamp


2 YouTube Search Q 8

2 & Summer s Coming X @ Restaurant tipping X & 127.0.0.1:6502 % & 127.0.0.1:6503 bt n pharma-ssiebotfapp. R at d x + W

4| & 127.0.0.1:6502 Tr
AGE , AGEGR1 [FoOleq Age Laroup

1), AGEGR1N (Fooled Age Group 1 :
(N), and AGEy (Age Units). Subjects of Age 70 or Greater

Z. Race: HEFIFESE'HLE‘EF b‘_" the SELECT = FROM anl WHERE AGE »>= 7@
columns rRace and rRacew (Race

(N)).

3. 5ex: Represented by the column
S5EX .

4, Ethnicity: Represented by the Subjects Placebo 64 BE
column ETHNIC 1 94!254 Xanomeline High Dose bd 84

5. Baseline BMI, Height, and
Weight: FEEIZIFFZ"S erltged by the Xanomeline Low Dose 66 84
columns BMIBL (Baseline BMI),
BMIBLGR1 (Pooled Baseline BMI
Group 1), HEIGHTBL (Baseline
Height), and WEIGHTEL (Baseline
Weight).

6. Years of Education: Represented
by the column EDUCLVL .

ARM Shown Total

KM pi&t for Time to First Dermatologic Event

These variables help describe various &
demographic characteristics of the =
subjects in the study. E

2

o

™

Show only subjects of age 70 or greater %
5

. . AGE 52 DD0F e eem e e e e e e e e s e e eesseeeen e

Time (Months)
I've filtered the dashboard to show
only subjects who are 70 years of age

r ol The shaded areas are 95% C1 of tha survival probability 1or sach group
or older 2024-10-20 10.22-23 012869

TRTO1A Placabo — Xanomehns Low Dose — Xanomehne High Dose




Thank you!

) @philbowsher
@ youtube.com/rinpharma
® rinpharma.com


https://github.com/philbowsher
https://github.com/philbowsher
https://www.youtube.com/rinpharma
https://www.youtube.com/rinpharma
https://rinpharma.com/
https://rinpharma.com/




