Abstract

To improve traceability, transparency and consistency, GSK is implementing
automation of analyses and output creation through standardised metadata. Tool-
agnostic analysis results metadata (A highly-enriched adaptation of CDISC ARM) is
used to produce analysis results data. Following the WORM principle (write once,
read many), tool-agnostic analysis output metadata can then be used to render
those results into one or more displays (tables, figures and listings, both post-text and
in-text), other outputs (e.g. XML files for disclosure) and systems (in whatever format
those systems require) without reproducing the numbers. This leads to a process
where it's easier to validate and reuse results and to build tools in a multilingual
setting.
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Principle

This poster is a follow-up to my presentation from the PHUSE EU Connect
2023 and focuses on visualising the metadata for a single table and how it all
fits together in our journey to standardising our results.

WORM — Write Once, Read Many

Any analysis defined once

Any analysis executed once

Any analysis validate once

Re-use analysis results across outputs
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