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Background:

What Graph designeris a R Shiny-based application.

Application adopts “The Grammar of Graphics” principle using ggplot2
package for graph creation.

Industry first ggplot2 based dynamic code re-generative visualization tool.

Why To streamline, accelerate and equip biostatisticians with a tool to create
standard publication ready visualizations within minutes vs hours.

To provide a powerful, time and code-efficient visualization tool to aid in
studies across business units, verticals, and regions.

Self-learning tool to study, understand and learn the in-and-outs of
visualization using R {ggplot2} & create simple-to-complex viz for analysis.

sanofi



R Shiny:
> Shiny is an R package, enabling data scientists to build interactive web applications to execute
R code at the backend.
Easy to integrate custom UI/UX web development components via HTML/CSS/JS.
Free, open-source, and widely-used web development frameworkin R.
Continuous Support and development from RStudio catering to bugs, issues and fixes.

Flexibility to setup, either local or on remote-server, and deploy with custom IT solutions.

vV WV V V V

Plethora of open-source supporting packages to introduce, improve and build add-ins for

front-end and back-end functionality.

Y

Active public R and Shiny community.

> #1 framework for rapid development by pharma organizations across the globe.
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Application Layout:

£  Graph Designer Powered by 3¢

/

1 Upload Data 2 Review Your Data 3 Data Filter 4 Visualize 5 Publish & Feedback ]
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How do you want to upload your data?

Using the tab set below, select a read method and upload your data into the application. The uploaded data will be minimally populated in the editable text box to the bottom right.
Once uploaded, you will be able to view your data and, if needed, interactively define column data types (e.g. numeric, character).

Note, if data has already been uploaded, you can use the same tab set to “update” your data (assuming the columns names stay the same).

Demo ) Copy & Paste B CSV Upload Bi Excel Upload G& RDS Upload S sAS Upload | XPT Upload Verify/Modify your data: © Go To Review Your Data

1 "STUDYID","USUBJID","SUBJIID","SITEID","SITEGR1","ARM","TRT@1P","TRTO1PN","TRTO1A", "TRTB1AN","TRTSDT","TRTE
"CDISCPILOTHL","81-781-1815","1815"," 781", 781", "Placebo”,"Placebo",®@, "Placebo”,8,2614-81-62,20814-87-82,18
"CDISCPILOTHL","81-781-1823","1823"," 701", 781", "Placebo”,"Placebo",®@, "Placebo”,8,26812-88-85,20812-89-81,28
"CDISCPILOTE1","81-781-1828","1€28"," 701", 701", "Xanomeline High Dose","Xanomeline High Dose",81,"Xanomeli
"CDISCPILOTHL","81-781-1833","1@33"," 701", 781", "Xanomeline Low Dose”,"Xanomeline Low Dose",54,"Xanomsline
"CDISCPILOTEL1","81-781-1834","1€34","7@1", " 701", "Xanomeline High Dose","Xanomeline High Dose",81,"Xanomeli
"CDISCPILOTHL","81-781-1847","1047"," 701", 701", "Placebo”,"Placebo”,®@, "Placebo”,8,2613-82-12,20813-82-89,26
"CDISCPILOT®1","@1-781-1897","1897","7@1","701","Xanomeline Low Dose”,"Xanomeline Low Dose",54,"Xanomzline
"CDISCPILOT®1","@1-781-1111","1111","7@1"," 781", "Xanomeline Low Dose”,"Xanomeline Low Dose",54,"Xanomzline
18 "CDISCPILOT®1","@1-761-1115","1115","7@1","781","Xanomeline Low Dose™,"Xanomeline Low Dose",54,"Xanomeline
adsl - 11 "CDISCPILOT®1","81-781-1118","1118","7@1","781","Placebo”, "Placebo”,®@, "Placebo”,8,2614-83-12,20814-89-89,18
12 "CDISCPILOT®1","81-781-113@","1138","7@1","781","Placebo”,"Placebo”,®, "Placebo”,8,2614-82-15,20814-88-16,18
13 "CDISCPILOT®1","81-781-1133","1133","7@1","781","Xanomeline High Dose","Xanomeline High Dose",81, "Xanomeli
14 "CDISCPILOT®1","@1-781-1145","1146","701","701","Xanomeline High Dose","Xanomeline High Dose",81, "Xanomeli
15 "CDISCPILOT®1","@1-761-1148","1148","7@1","701","Xanomeline High Dose","Xanomeline High Dose",81, "Xanomeli

Demo Examples

If you just want to try Graph Designer, select from the list of example datasets on the bottom.

Wooo s Bk

Select a demo dataset
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Review your data:

@  Graph Designer Powersaw'.i}éf-:ﬁf;# sanofi

4 Upload Data 2 Review Your Data 3 Data Filter 4 Visualize 5 Publish D Feedback [ ]

Review your data...

Go To Data

Now that your data is uploaded, please review your data

In the View section, the data is displayed in an interactive web table. In the Column Types section, if necessary. coerce the column types (e.g
numeric -> character), which will have a direct impact in the graph design process. In the Structure and Summary sections, review the structure
and diagnostics of the data.

Once your review is completed, initialize the visualization by clicking the following button:
View

Show 5 v enfries

STUDYID USUBJID  SUBJD  SITEID  SITEGR1  ARM TRTOIP  TRTO1PN  TRTO1A  TRTOIAN  TRTSDT  TRTEDT  TRTDUR  AVGDD  CUMDOSE  AGE  AGEGR!  AGEGRIN  AGEU  RACE
CDISCPILOTO1 01701015 1015 701 701 Placsbo  Placsbo 0 Placsbo 0 20140102 201407-02 182 0.0 0 63 <65 1 YEARS  WHITE 1
CDISCPILOTOT 017011023 1023 701 701 Placcbo  Placebo 0 Placebo 0 20120805 201209-01 28 0.0 0 64 65 1 YEARS  WHITE 1
CDISCPILOTOT 017011028 1028 701 701 Xanomeline Xanomeline &1 Xanemeline 81 201307-19 20140114 180 # Graph Designer Pansred by v sanofi

High Dose  High Dose High Dose

2 Review Your Data DataFiter 4 Visualize 5 Publish Feedback

CDISCPILOTO1 017011033 1033 701 701 Xanomeline  Xanomeline 54 Xanomelne 54 20140318 2014-03-31 14 Column Types

Low Dose Low Dose Low Dose P Structure

STUDYID
character M ‘data.frame’: 254 obs. of 48 variables:

$ STUDYID : chr "CDISCPILOT@1” "CDISCPILOT@1" "CDISCPILOT@1" "CDISCPILOTAl" ...

USUBJID $ USUBJID : chr "@1-701-1015" *01-761-1023" "01-761-1828" "61-761-1033" ...
character M $ SUBJID : chr "1015" "1023" *1828" “1033" ...
$ SITEID : chr "701" "781" "7@1" "7@1"
SUBJID character . § SITEGRL : chr "781" "781" 701" "781" ..
$ARM  : chr "Placebo” "Placebo” "Xanomeline High Dose" "Xanomeline Low Dose” ...
$ TRT@1P : chr "Placebo" "Placebo” "Xanomeline High Dose” "Xanomeline Low Dose”
SITEID character . $ TRT@1PN : int @@ 81 54 81 @ 54 54 54 8
$ TRTG1A : chr "Placebo” "Placebo” "Xanomeline High Dose" "Xanomeline Low Dose” ...
$ TRTG1AN : int @@ 8154810545450 6 ...
SITEGR1 $ TRTSDT : Date, format: "2014-01-62" "2012-88-85"
character M § TRTEDT : Date, format: "2814-87-82" "2812-89-81"
$ TRTDUR : int 182 28 180 14 183 26 190 10 55 182 ...
ARM $ AWGDD  :num 88 77.7 54 76.9 8 58 54 54 8 ...
character T $ CUMDOSE : int & @ 13986 756 14067 0 10263 540 2970 @ ...
$ AGE :int 63 64 71 74 77 85 68 81 84 52 ...
§ AGEGRL : chr "<G5" "<65" "65-80" "65-80" ...
TR character T $ AGEGRIN @ int 1122232331 ..
$ AGEU  : chr "YEARS" "YEARS® "YEARS" "YEARS" ...
TRTO1PN . $ RACE  : chr “WHITE"™ "WHITE® "WHITE" "WHITE" ...
integer T SRACEN :dnt 1111111111
$SEX  :chr "F" UM" MU MT ...
TRTO1A $ ETHNIC : chr “HISPANIC OR LATINO" "HISPANIC OR LATINO™ "NOT HISPANIC OR LATINO" “NOT HISPANIC OR LATINO® ...
character M $ SAFFL  : chr "y" ™
§ ITTFL  : chr "y" ™
$ EFFFL  : chr "Y" "y
TRTOIAN integer M $ COMPSFL : chr "Y" "N" "Yy" *N*
$ COMPI6FL: chr *Y" "
TRTSDT Dete . $ COMP24FL: chr *Y" "
$ DISCONFL: chr "= "Y*
$ DSRAEFL : chr == ny» =v ==
TRTEDT GOMRL 5 @F & 0 0
Date v $ BMIBL : num 25.1 30.4 31.4 28.8 26.1 30.4 27.3 23.9 23.9 21.9 ...
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Data filtration & sorting:

1 Upload Data

2 Review Your Data 3 DataFilter 4 Visualize

5 Publish

& Feedback B

Filter your data...

Using this tab, you are able to filter your data so that you can choose a smaller part of your data set and use that subset for viewing. plotting or analysis.

Information related 1o filtered data is shown in the susmary Section. While filtering the data make sure that in your dataset there should be no columns present which contains only null values

otherwise you will get nothing in your data view because null value can't be filtered

While sorting your data in select column to sort field, it will be recommended that you should always use character or categorical variable. The choose order to sort

some custom ordering of variable which can be visible in your graph

field will aliow you to apply

Note: The ascending or descending section in custom ordering will work only for selected variable in the field

Once your review is completed, initialize the visualization by clicking the following button:

SELECT VARIABLES

STUDYID, USUBJID, SUBJID, SITEID, SI ~

STUDYID NA's: 0
CDISCPILOTO1 -
UsuBJID NA's: 0

01-701-1015, 01-701-1023, 01-701-1028, ~

suBJID NA's: 0
SITEID NA's: 0
D

sanofi

No of observation

254 Rows & 48 Columns

Show 10 v entries
STUDYID USUBJID SUBJID SITEID SITEGR1 ARM TRTO1P TRTO1PN TRTO1A
CDISCPILOTO1  01-701-1015 1012 701 701 Placebo Placebo 0 Placebo 0
1 UploadData 2 Review Your Data
CDISCPILOTO1  01-701-1023 1023 701 701
CDISCPILOTO1 01-701-1028 1028 701 701 Xai AVGDD NA's : 0
Hig
GUMDOSE NA'S : 0
AGE NA's:0
[51] []
AGEGR1 NA'S : 0
65-80, <65, >80 -
AGEGRIN NA's:0
B
Select All Deselect All

AMERICAN INDIAN OR ALASKANATIVE ¢
BLACK OR AFRICAN AMERICAN v
WHITE 4

f
AMERICAN INDIAN OR ALASKA NATIVE <

RACEN NA's:0

TRTO1AN

2014-01-02

3 Data Filter

TRTSDT

Go To Visualization

TRTEDT

2014-07-02

4 Visualize

254/ 254

TRTDUR

182

5 Publish

Summary
STUDYID USUBJID SUBJID SITEID

CDISCPILOTE1:17@ Length:170 Min. 10081 Min. :701.8
Class :character 1st Qu.:1886 1st Qu.:704.0

Mode :character Median :1190 Median :708.0

Mean 1204 Mean :708.3

3rd Qu.:1314  3rd Qu.:713.@

Max. 1448 Max. :718.@

SITEGR1 ARM TRTO1P TRTE1PN
Min :781.0 Length:170 Length:178
1st Qu.:784.2 Class :character Class haracter
Median :789.8 Mode :character Mode :character Median :
Mean 731.5 Mean
3rd Qu.:716.8 3rd Qu.:

Max . 988.0 Max.

TRTG1A TRTO1AN TRTSDT TRTEDT
Length:170 Min. T 9.00 Length:178 Length:17@
Class :character 1st Qu.: 8.88 Class :character Class
Mode :character Median 8.088 Mode :character Mode

Mean
3rd Qu
Max

TRTDUR AVGDD CUMDOSE AGE
Min. 2.8 Min. 1 2.00 Min. e Min. :51.00
1st Qu.: 56.@ 1st Qu.: ©.80 1st Qu. @ 1st Qu.:78.80
Median :166.8 Median .00 Median a Median :77.00
Mean :124.3 Mean 26.68 Mean 2642 Mean 75.44
3rd Qu.:183.8 3rd Qu.:54.88 3rd Qu.: 4481 3rd Qu.:82.88
Max . 212.@ Max. 154.00 Max. :11448 Max. 89.88

AGEGR1 AGEGRIN AGEU RACE
Length:17@ Min. 1.000 Length:17@ Length:17@
Class :character 1st 12.000 Class :character Class :character

character
:character



Data visualization:

Graph Designer Powered by
= P g B

/

1 Upload Data 2 Review Your Data Data Filter = 4 Visualize 5 Publish Feedback i P
%0
Layers
One ofthe key ideas benin ggplot2 is 10 build COmplex graphs — one layer at a time. Thus, if
your graph has two layers, the first layer is applied then the second will be on applied on top of a0
it.
It available, use the + Add Layer and - Remove Layer DUMONS below to interactively add and -
customize layers and remove them, respectively W W Flacebo
g 70
Once satisfied, navigate to the fifth step — Publish. < Xanomeine Low Dose
W8 Xanomeine High Dose
Aestnelics | Geometic  Scale FiliColor Manual  FaceuSplitby  Annotate 0
Transformation  Labels/Theme ’ - : . ee e
. . 50 c
AeSthe“C(S) Mappmg Placebo Xanomeline Low Dose Xanomeline High Dose
Aesthetic mappings describe how variables in the data are mapped o visual properties ARM
(aestnetics) of geoms. Aesthelic mappings can be applied to all layers using this tab or in
individual layers using the other tabs such as geom.
x ARM - i ART .
#  Graph Designer E sanofi
y AGE -
1 UploadData 2 Review Your Data Data Filter 4 Visualize 5 Publish
e | rone oE .
Layers S . R .
color ARM M One of the key ideas behind zzplot2 is to build complex graphs — one layer at a time. Thus, if Lot e R . s . J .
your graph has twa layers, the first layer is applied then the second will be on applied on top of it = a . . e
8 : . .
il ARM v If available, use the + add Layer and - Remove Laver buttons below to interactively add and o " .
customize layers and remove them, respectively. g
) ) ) A
Once satisfied, navigate to the fifth step — Publish W . P
g - . .. . . W Xanomsine LowDose
., B . °l . PP W Xanomeine Hgh Dase:
Aesthetics | Geometic ~ Scale Fil/Color Manual ~ FaceUSpitby  Annotate . t L. . . .
Transformation  Labels/Theme 60 . q : . )

. .
Geom Layer(s) Mapping . o

50
For a given geom layer, you can start annotating your graph by selecting a geom type and Placabo Xanomeline Low Dose Xanomeling High Dose
configure by selecting attribute(s) which will dynamically populated widgets. ARM

Depending on the atiribute, you can set the attribute by mapping a column from the input data
or specify a value

Layer 1 geom_boxplot -

Layer2 geom_jitier -
Attribute(s) Selector
+AddLayer | —Remove Layer

sanofi



Visualization:

1 Upload Data 2 Review Your Data 3 DataFilter 4 Visualize 5 Publish ® Feedback

Aesthetics Geometic Scale Fill'Color Manual Facet/Spiit by Annotate

80
Transformation Labels/Theme

80

Facet/Split By

w
With faceting, you can make multi-panel plots and control how the scales of one panel relate ta @ 70
the scales of another. This is useful if you have a single variable with many levels and want to <
arrange the plots in a more space efficient manner.

Faceting generates small multiples each showing a different subset of the data, based on a 80
separation category variable with multiple unique levels. Small multiples are a powerful tool for . .
exploratory data analysis: you can rapidly compare patterns in different parts of the data and 50 : . -
see whether they are the same or different Placebo Xanomeline Low Dose Xanomeline High Dose Placebo Xanomeline Low Dose Xanomeline High Dose
You can control how the ribbon is wrapped into a grid with ncol , nrow, as.table and dir ARM
ncol and nrow control how many columns and rows (you only need to set one). as.table
controls whether the facets are laid out like a table (TRUE), with highest values at the bottom- ARM Wl Placebo Ml Xanamelne Low Dose [l Xanomeine High Dose
right, or a plot (FALSE), with the highest values at the top-right. dir controls the direction of
wrap: horizontal or vertical
Read the official documentation for facet_wrap by clicking here
Atfribute(s) Selector
facets
1 Upload Data 2 Review Your Data 3 Data ze 5 Publish
facets SEX « Use the caption 1o provide information about the data source
« Tags can be used for adding identification tags to differentiate between multiple plots Age Distribution by Cohort
F [ W
Con 90
Plot Title Age Distribution by Cohort
X-axis Label ARM 80
Y-axis Label AGE
Q70
Caption Enter text L '. . *
60 . . o
50
Placebo Xanomeline Low Dose  Xanomeline High Dose Placebo Xanomeline Low Dose  Xanomeline High Dose
Theme Customization ARM
Themes are a powerful way to customize the non-data components of your plots: L. tities, ARM B Placebo [l Xanomeine Low Dose il Xanomeine High Dose

labels, fonts, background, grid lines, and legends. Themes can be Used to give plots a
consistent customized look

Overall Plot Theme Selection

Plot Theme: Classic v
Plot Title
Title Color Title Size
20
Horizontal Adjust Vertical Adjust
0.5 1
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Finalizing the plot:

=3 Graph Designer

A
Porered by

= sonofi
1 Upload Data 2 ReviewYourData 3 DataFiter 4 Visualize 5 Publish

® Feedback R

SavePlotasimage = Code

Image Format Width

Aspect Ratio Selected in Visualize Tab:
e . 15 5 default
Age Distribution by Cohort
F 1 ] 1
a0
80 : L, e
- 1 anomoine
W Placsbo.
@ 70 ) - x LowDos
. . . . i —— B8 Xanomoine Hoh Cose
N ) LR . . aaloe ART .
. . ) . . . # Graph Designer Pawered by;;,‘%‘.: - sanofi
60 . . ..
. s . L . . . 1 Upload Data 2 Review YourData 3 DataFiter 4 Visualize 5 Publish ® Feedback W
.o . Save PlotasImage  Code
50
Placebo Xanomeline Low Dose Xanomeline High Dose

Placebo Xanomeline Low Dose Xanomeliné High Dose
ARM

7AL, 73L, 751, 77L, 821, 83L, 84L, 85L, 8aL, 88L, 9L, 93, 9L,
1621, 1061, 1161, 1111, 112, 170, 1151, 1%L, 1221, 124, 1251,
1321, 1371, 1431, 145L, 146L, 146L, 1SLL, 156L, 1591, 151L, 162L,
1631, 168L, 1721, 1741, 177L, 1761, 181L, 185, 1921, 134, 1951,
1971, 2010, 2651, 2061, 2650, 2111, 2121, 214, 2131, 2220, 224,
2281, 2331, 2381, 2331, 2451, 246L, 248L, 252L, 4L, 7L, 8L, 9L,
18L, 15L, 211, 26L, 28L, 29L, 3L, 38L, 4L, 421, 45L, 48L, S6L,
S1L, 54, SBL, 63L, 5L, 6SL, 7L, 72L, 7AL, 75L, 6L, §7L, %6L,
941, 1L, 1elL, 184, 105L, 1¢7L, 19SL, lesL, 11si, 121L, 126L,
1271, 1310, 1331, 134, 1361, 1350, 1411, 184, 1491, 153, 157L,
158L, 1661, 1671, 1781, 173L, 176L, 186L, 1521, 186L, 158, 18SL,
1961, 1351, 1991, 2831, 2041, 2lel, 215L, 217L, 21sL, 220, 2211,
2231, 227, 2291, 2351, 241L, 243, 243L, 247L, 249, 25eL, 3L,
sL, 121, 13(, 144, 161, 171, 23L, 241, 250, 270, 32, 3L, 4L,
aal, 531, ssl, 571, ssl, sel, E1l, &4l 6aL, &7L, 6sL, 7ai, 73,
81L, 91L, 921, 951, 961, 98L, 9L, 183L, 113L, 1141, 115L, 116L,
1231, 1251, 1261, 138L, 1350, 1361, 1461, 1320, 147L, 1500, 1521,
1541, 1551, 166L, 184, 165L, 1631, 171L, 1751, 1791, 183, 1341,
1871, 198, 1911, 1931, 266L, 2021, 2671, 286L, 213L, 216, 2251,
2261, 2301, 231U, 232, 2L, 236L, 2371, 246, 244L, 251U, 2531,
2541), class = “dats.frane"))

graph

ggplot(dsta = configssdata, mapping = ses(x = ARM, ¥ = AGE, color = ARM,
Fi11 = ARM)) + theme_classic() + geom_boxplot() + geon_jitter() +

thene(plot. title = element_text(color = "s220800", size = 2oL,

T), exis.title.y = element_text(angle = soL,

margin(t = oL, r
elenent_text(angle
, color
8

oL, hjust = 8.5,
e - 151, margin - margin(t - leL,
. "pt")), axis.text = element_text(color = "#200028",
element_text(size = 121,

e njust = 2.5, vjust - @.5)
= elenent_line(color = “s305008"), axis.text.y
"sspesee”, angle = o, hjust = 8.3, just =

aL,
121y
=

elenent_text(size = 141,
#222000"), plot.margin — margin(t - 5L,

= "pt"), strip.text.y.left = element_text(angle
8.5, wjust = 6.5), strip.text.x = elenent_text(angle = oL,

8.5, wjust = 0.5), legend.position = "right”

oL,

sanofi

facet_wrap(facets
y = a5.character(x

reverse = "FiL

<(fron

legend.title = elenent text(size = 1oL), legend.text

"SEx") + labs(title = as.character(x
= "aGe"), x = ss.character(x = "ami),
") + guides(cel - guide legend(ncol = i, title.position
AL

11 = guide_legend(ncel = 1L, title.p

L, to = 831), breaks

expansion(nult = .25, add = oL))

)3 + scale y_continuous(position = "left

511

waiver(), label

element_text(si
"Age Distribu

esition =

s = waiver(),




Different Plots:

Save Pl
Image Fommat Height Aspect Rato Selected in Visualze Tabr:
) - 6 0 Upde Pl aetault

Age distribution by cohort

C 1 = ]l
50
8
B -
¢ e
6
Swve Piotosimage | Cod
o uage Fomet - Haiht pec R Seletedin Visusice Ta
Fiacato Sanmatin Low Dose_Xanceeins Figh Bose p—— Famomaing Low Do Yanomaing Figh Doz [ - e satate

ARM
AESOC's frequency
VASGULAR DEORDERS
'SURGICAL AND METICAL FROCEDURES.
‘SOCIL CRCUMSTANCES
SHIN AND SUBCUTANECUS TISSUE DISORDERS
"REGPRIATORY, THDRAGE: AND MEDIAST AL DISORDERS|
REPRODUGTIVE SYSTEM AND BREAST DISORDERS.
"RENAL AND URARY DSORDERS.
PEYCHATRIC DORDERS
§ NERVOUS SYSTEM DISORDERS
& ETABOUISM AND NUTRITION ISORDERS.
NVESTIRATIONS
BUURY, POISON MG AND PROCEDURAL COMPLICATICNS
I ECTIONS AND INFESTATIONS
LN SYSTEM CISORDERS.
GASTRONTESTNAL DISOROERS
EVEDBORDERS
EAR AND LABYRINTH DISCROERS
(CARDIAC DISORDERS

o . n
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User guide and plot information:

1 Upload

= Gragh Designer_POC_Usabilty_Documentation_13092022 pdf

Graph Designer Application Usage Overview

Brought to you by ART's R Shiny Development Team, Graph Designer provides a click and drag

interface for graph development. If you are interested in starting with a template, navigate to

Graph Catalog, and select which template you want to begin with. Once selected, you will be

redirected to Graph Designer with all the features selected, layers build and theme/lab

customization in place.

Note, while the Graph Catalog application leverages the R packages ggplot2 and plotly, coding is

not required. However, if interested, with a click of button, you download a stand-alone R script

®rooack B i

o run in your own environment. 1 Upload Data owYour Dats 3 Dato Filer 4 v ¢ 5 Publish

Search For Geom geom_ber -

Geom_bar: Bar charts

gesm_bur () makes ihe heigh o he bar proparionl

he musmbes of Gases i each GIcup (o 10 wedges assihelc i suppled, the sum of e weighiz) gees bar() oSS wtas_soune() by defaull. £ couns the puamber of G

Search For Plot :

Arguments BAR CHART

i3 eolumn representing x axs of e et The value s nhertes ram a2 mapping 180

A 0 fectangular bars it lengih of the bar prcpoetions 1 he valus af he vasiable. They ave gocd o 10 want o vsuskee the daa of cilerend calegores thial are beng Compared wiih ach o

¥+ Mappiog column representing Falue 5 nhertd rom ass mapping 30

0 ae it adsy 1 Creat BAr CNAMs NGL Show COUNIS fof SUMTS of wEKTIS) I 930KE.

€ slgns Fange o Ot 1

5 Vg, 810 B0 USEr N3V T 900N 10 CADA5E Coun

e VBN COTERRING 1o 1
MAKES 1 PG OF 1 52 BrOporonaN 10 158 PRrSr of C352% I

geom_bar()

 Bestnesc & SIS, e 5UM OF e weigNts)

vakue. anch als0 s Fave the optie o choose cohumn a5 the

R ——

AT, “COUSASIY, TONGUAE, NG THODASN" ATETTAVER. T MATESTS D10 6 CAn e USE (0 5 AN, 1 1o ‘SO0 ) The

S———
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Saliant features:

» The Graph Designer provides a user-friendly interface for graph generation, where users can click
and select to create publication quality graphs from the scratch without prior knowledge of any
programming language.

» This application is a large wrapper around the R package ggplot2, which is a system for
declaratively creating graphs, based on "The Grammar of Graphics" and behind the scenes, R
code is compiled and executed.

» Graph Designer is a self-sufficient tool (Software as a service (SaaS)) to generate publication
quality figures. It allows users to turn data into coherent, visually immersive, and interactive
insights without spending time on programming or on other trivial applications.

» Graph Designer is also regenerative. Respective code is generated along with visualization, which
covers all the process from data input, data filtration to visualization. Graphs and respective code
with the input data can be downloaded, code can be reused, adapted/validated to ensure
reproducibility, and maximize generalizability.
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Thank You
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