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The above table shows the header of an example of a basic sample tracking listing. This listing is usually structured as
one row per collection timepoint per sample per subject. It may be extended to accommodate samples with back-up
aliguots or other situations of multiple collections per timepoint by adding additional indicator variables. It is also

possible to expand the use of this sample tracking listing for data reconciliation.
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and do not require additional data collection.

A toolbox of one listing and one graph was developed using R. For each
type of assessment, the sampling schedule per study protocol was
extracted and converted into a programming-friendly dataset. This
dataset was then merged with sample collection and shipment data
from the Electronic Data Capture (EDC), central lab database, and
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concise sample status plot was produced to visualize the statuses and

missing information of all samples for all subjects. For the next step, the toolbox may be deployed as a dashboard

to allow real-time update and interactive data/graphic drill-down.
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