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Figure 1. Schematic diagrams depicting how sendigR can be used to build, maintain, and query a SQLite database of SEND data. (A) Functions in the sendigR package can be used to generate a new SQLite database and add/remove studies from an existing SQLite or Oracle
database. (B) Functions in the sendigR package can be used to query a database of SEND data to extract findings from control animals that match specific criteria. (C) Functions in the sendigR package can be used to harmonize SEND Transport files using CDISC and extensible CTs.
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Conclusion

The sendigR package will provide data scientists and toxicologists with a free, open-source toolbox that can be utilized to interrogate large repositories of SEND-formatted toxicology study data.

Relevant Publications/Links

= A demo version of the R Shiny application is available and publicly hosted on https://phuse-org.shinyapps.io/sendigR.

* The stable version of this sendigR package is on the Comprehensive R Archive Network (CRAN - Package sendigR (r-project.orq)) while the development version is on https://github.com/phuse-org/sendigR.
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