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Using R to Query Dataset from SAS Server to Generate Clinical Trial Graphs
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Introduction

The strength of SAS is based on its powerful data manipulation capability, but it can be a challenge when using SAS PROC TEMPLATE to generate customized plots, especially for beginners. Alternatively, R has exceptional flexibility in creating customized plots
compared to SAS. However, the data management function of R tends to be time consuming and not as straightforward as SAS. To leverage the strength of each language, we will display how to integrate SAS dataset in R environment to generate clinical trial
graphs.

Implementation

Execute SAS program in R  Then use text() and legend() to add labels and legend into the graph.

 Change directory to the directory containing the SAS executable files e text() function can be used to add a table under the plot.
 Run prepared SAS program by using shell() function in R to get our input dataset Code example:
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e Control the size of margin area by calling par function before plotting and using png() to save the plot as a png
file.

. . , Other customized clinical trail graphs by using similar R code
* Plot points, lines, text and arrows to any place we would like to put on the graph.
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* |n order to get a Kaplan Meier plot, we first set up the margin and plot the dataset to get a KM plot. Dy 18
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Conclusion

Advantage of Using R to create graphs
» Visually appealing * R codeis clean and simple compare to SAS PROC TEMPLATE when creating customized plots.

» Extremely flexible and could adjust almost all the graph parameters in the plots * Risan open-source platform. Many people contribute to the development of R with numerous available R functions for
° Graphs related functions are Straightforward’ easy to |earn and beginner friendly. Graphica| dISp|ay All the Up‘tO'date graph temp|ates can be found iIn R Graph Ga"ery (httpS//WWWF-graph-ga||eryCOm)
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