PP23 Integrated clinical databases to detect safety signals across products and indications

Olive Yuan?!, Dirk Heerwegh!, Sandrine Doux3, Georgi Shukarev?, Macaya Douoguih?.
1 Janssen Pharmaceutical NV, Belgium ; 2 Janssen Vaccines & Prevention B.V., Leiden, Netherlands; 3 Mapi Group, Real World Evidence, Lyon, France

Email: oyuanl@its.jnj.com

Malari rAd35.CS and rAd26.CS prime boost gg% i
dlaria
rAd35.CS and RTS,S prime boost Sq‘h.;_;,.ﬁ‘"g

Data Flow Models

Objective For efficiency purposes, a stage hybrid data pooling model is utilized to create the AdVac databases.
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studies and indications to speed up the process
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