The Meta-AnalyTical Interagency Group (MATIG) is Identify the data elements required to answe « For each data source, create a data mapping
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gender, body mass index (BMI), waist

circumference, established cardiovascular disease

(CVD), history of hypertension, diabetes,

or

metabolic syndrome, and estimated glomerular

filtration rate [eGFR].

Trial 3 | T2D status (patient| CRF: |Suboptimal candidate to
self-report, medical | binary |support the research
record, current | variable |question.
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This approach can save the cost and time needed

to do full conversion of disparate clinical trials data

* Stackability refers to qualities resident in separate data sources (like structure and content) that
enable data to be ‘stacked’ or integrated into one database with little transformation or curation.
Assessing the appropriateness of data sources in a meta-analysis is the investigator’s responsibility
and includes an assessment of data attributes that enable stacking for data re-use.

Abbreviations: ADA, American Diabetic Association; CRF, Case Report Form; FRS, Framingham

INto common data format.

Risk Score; HF, Heart Failure; OHAs, Oral Hypoglycemic Agents; T2D, Type 2 Diabetes Mellitus.
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