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The Problem

* While groups are few
and small,
communication is easy
to maintain

« But as groups grow and
become more diffuse,
must find another
solution
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A Drug and Disease Model library

» A searchable repository of ordered, tagged
iInformation

* Repository contains: 06
— Completed modeling projects MOBSPACE

— Templates for new model
— Standard scripts and toolboxes
— External literature

|
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Adding an entry

Import from local file
system or SVN

Extract metadata

Fill In any missing
metadata

Publish

Documentation Scripts

.‘;‘I/i — ,

Upload

Extract metadata

|

Store and index
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Extract and display metadata

) COdlng Standards éI:lAeIrurIlEDiI{ine YIYZ target summit

[DESCRIEPTION]

deflne headers Thisz folder contains MATLAE code and associated

The target was a soluble protein, a small chemo

The receptor was not modelled. We considered a

* MOdSpace reads and fibronectin, and aptamer hased drug.
parses files to extract  rowews

target swmmit, matlab, early hiologics

and match metadata

Inflammato
Overview of ‘additiv

» Specific to the type of
flle belng added (R’ Il:::::z::cuunt: :ittingatwu compartment model
NONMEM, etc.) B S

Table Filenames: inf2.tab

Input Data: DOG1 C5W
b [DESCRIPTION] _
% The function reads in the MOMMWEM ¢ Thetas: 4 (Thetal, Theta?, Theta3, Thetad
% dozing times and amounts + the PK infc Omegas: 1{0Omegal)
#ler «2lear all; «lose all Sigmas: 0

% CHAMSE T THE CORRECT FOLBER

cd{"P:WABCLlE3 N indicationl SOIUtiO“S
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Entry content

Drug Type: |Eii|:u||:|gi|:s

 |n place editing, setting Disease: [z

{Look up and

- eart failure
and suggesting select) Pl it
metadata e
Hereditary &ngioederma
rMechanism:
Cluster: | Cardiovascular Medicine
Langquage: |R

« Complete control over
entry structure

— = B simulation package for M&5S course
for partners

— Add/Remove files = IR trial simulator

s %ﬁgbetES_Simulati

— Drag and drop content -0 aloutpef ‘@%'B

L. Guide for Wisualization
Results.doc

=} 1 modules
@ Functions 0109.R
—dFr analysis_s12.R

All configurable oot e o5 R
. . - €& diabetes_simulation.R
— Possible values, fields

solutlons
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Search

e Search on:

— Metadata

« E.g. Disease, language,
libraries used

— Content
 Word, PDF, PowerPoint

 Filtering
— Is “smart”
« Based on Lucene

+ Therapeutic Area
+-_| Cluster
—_| Disease

—Crohn's disease(1)

~Inflammatory bowel disease(1)
Mot defined/Not applicable(1)

_ - Ulcerative colitis{1)

+ Projects

+ Author

Name Last Modified

5cC

Calculating individual weighted residuals correctly
with different error models

This docurment describes how to code a MOMMEM
model in order to be able to calculate individual
weighted residuals correctly, The document includes
code examples and explanations for NONMEM anly,
but ...

IWRES” | individual weighted residuals™ , NLME™ ,
nonlingar mixed effects”™ |, NONMEM.” |, MONOLIE™ |
error models)

Ligin Shields |, Helene Karcher , RBoland Hach

Chemokine X¥ 7 target summit

This folder contains MATLAR code and associated
ducgmgntatiun used for target 5ummit rnu:udelirj_g

05 Oct 2009
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Helping users search

* Did you mean?

« Suggestions

 Advanced

Mo results found
Your search pratform did not m:

Did you mean?

platform
perform d| Vo
reform
— dighetes E—
» dizease: o
o drugtype:
» degcription:

MODSPACE

Advanced Search

diseaseinflammatory”

Find entries that have:

[ disease =] [irmarmmatory
fields that contain these values: | author I=]]

[ platiarm =]
all these words: |
this exact word or phase: |

one or more of these words: | OR |

But don't show entries that have:

any of these unwanted words: |

solutions

data analysis that delivers



Viewing entries

e Browsers can view

metadata and history

* Logged Iin users can

— Preview
— Download

|n H—H

Descri

Author

Ready for download »
File size is 23.60MB. Continue?
| fes || Mo |

Relatzd

MName

Civeryiew Histaory

[Descriptian]

This can be run by using sourcel) aor by copying and pastil
an R Console. MAKE SURE TO SET THE WORKING DIRECTORY BEFO
The working directory needs to contaln the R files for th
especlally (as they are sourced)

- madules /diabetes_simulation.PR

- modules /convert_rsim_to_ts.R

- madules /Functions @1a9.R
The output of the simulation will be stared in the subdir

VERBOSE= 1

£

=+

Set

randam number generator seed
csat _caasdil 10

History

working directory has been set be

. . Mas Course/Mas Course (2@99-4Apr)
R simulation package for MES cours
Oliver Sander tion output
Utput”, sep="/")

Preparing file(s)

Dlagze walt,,

ains the R-simulat
I partners. if necessar

I5, .., the CONEEM: 4ir)) dir.create(output.base.di
rted with the sim

cluded in the root

The code is organized in folde

D.:H"‘L"ﬂl’ﬁl IF‘IH' l"‘lZIi"'L"i'lrﬂl Il"ll" II"'I'Fﬁ

[ o R B,

BT niot finished. For 15imulation
o w Oliver to provide
aro once we have a ¢

(=1 hould change the
lelle rent ... any sugge
ally frame ~twt, 50 "MOOGLE et ar MO
1351 or "MODSPACE .tk ?

nd hot specific

solutions

data analysis that delivers



Feedback

 Downloaders
reminded to give
feedback

* Public and private | prrmrssss——
Comments I 1 liked the documentation of this entry
 Provides metrics

[ 1 think this entry helped me to save time [ |
about the quality of
the entries 1 Cioe L

Provide Feedbhack

| Iliked the robustness of this entry

W LA T

|
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Groups

e A collection of
entries that T

Name R scripts

— I &nalysis scripts

h z l r a th I I I r | L. Rsimulation package for M&S Description A collection of R scripts for gen
S e e e O course for partners

{ . ) Keywords boxplot, tornado plot
e Graphics scripts

Therapeutic Area Mot applicable

ad d reSS a Drug Type MNot applicable
Target Categories Mot applicable

p arti C u I ar g ro u p E::]s:zge Eardiwascular Medicine
of problems

e Has own
metadata

Oy 2 i 2

is scripts

mulation package for M25
rse for partners

Cs scripts

F simulation package for M&5S course for partners dbrowne Cpen
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* Reporting dashboard

Bookmarks
News feed

Mews | Reminders Dashboard

Home page

Add tem || Dowvnload |

Total time saved

Total time saved

S04

Jul-2010 Jan-2011 Jul-2011

Edlit || Remove |

F125

r100

]

- a0

F25

-0

SLUI] PAAES BABL 1Y} SALUS [BJ0

[

<

Bookmarks

+ Unpublished Herns (2)
—+ My Bookmarks

: error models
=+ | My Entries

type cells

+- My Groups
+- | Recently Viewed

s Calculating individual weighted
residuals correctly with different

.= Model of IkB-MFkB signaling in wild

- <« whailey 20091005 18:54:47

Feedback : Chemokine =YZ target summit

This model is really interesting, but the docurnentatic
S 1 think this entry helped rne o save Hme (4 hrs)

W arren E-aile',l, 05-0ck-09 01:18

Update : Model of IkB-MWFKE signaling in wild type cell
type cells

The model is based on the following paper: Science ;
IkappabB-NF-kappab signaling module: temporal cont
Hoffrnann &, Levchenko A, ...

Updated link to paper
Warren Bailey, 05-0c-09 12:58

Mew @ Calculating individual weighted residuals corre
Calculating individual weighted residuals correctly wi
This document describes how to code a MORMEM mo
individual weighted residuals correctly, The documen
explanations for NOMMEM only, but..,

Initial wersion

Liam Shields, 05-0c-09 12:55

Mew : Model of IkE-NFKR signaling in wild type cells
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Reporting

* Evidence that the system is providing value

— Growth in usage
* Number of entries
 Size of groups
* Downloads
 Collaboration

— Quality of entries
« Quantify the feedback

— Expose popular/useful entries
» “Related entries”

ysis



Questions?

Jonathan Chard
Mango Solutions

+44 1249 767 700
jchard@mango-solutions.com

Henning Schmidt
Novartis
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